Abstract
INTRODUCTION

46
In recent years, people's dietary structure has gradually shifted to the 47 consumption of higher quantities of sugars and fats. Long-term intake of high fat can 48 lead to excess accumulated energy in the body as triglycerides, accompanied by 49 abnormal metabolism of sugar, fat, water and salt absolutely. The intestinal 50 environment especially the gut microbiota composition was altered, weakening the 51 gut barrier function and increasing the permeability of the gut, inducing various 52 chronic metabolic disease such as cardiovascular disease, diabetes, fatty liver and 53 obesity. Dietary nutrients can be metabolized by gut microorganisms to improve 54 chronic diseases caused by high-fat diet, which is also a popular research trend in 55 these years 1 . Banana powder (BP), corn starch (CS), konjac powder (KP), resistant 56 dextrin (RD) and L-carnitine (LC) were investigated in this paper, and the changes of 57 gut microorganism composition and metabolites in the obese rats after intervention of 58 five products were mainly discussed to provide academic data for the development of 59 weight-loss functional products. 60 Banana belongs to the perennial herb of genus Musa, which is rich in protein, 61 carbohydrates, various vitamins and mineral elements that is beneficial to human 62 health. It has been proved to have high nutritional and medicinal value and considered 63 one of the most important economic crops in the south of China 2 . The purity of 64 banana resistant starch extracted from green bananas by low temperature restriction 65 enzyme hydrolysis technique could reach more than 90% 3 . RS has been recommend 66 to be defined as the starch and starch degradation products that can not be digested 4 
67
and absorbed in the small intestine of the human body, but can be fermented by gut 68 microbiota in the large intestine 4 . The fermented end-products of intestinal 69 microorganism are mostly short chain fatty acid, mainly consisted of acetic acid, 70 propionic acid and butyric acid, providing the main energy source of host bacteria.
71
SCFA may play a variety of important roles in metabolism by reducing the pH of gut 72 environment, boosting the probiotics and preventing the pathogenic bacteria 5 . method was adopted to determine contents of SCFA in the faeces according to 143 Murugesan et al 11 . 6 grams feces of rats was taken in the centrifuge tube and diluted 144 with 20ml deionized water. The contents were centrifuged at 3000 r/min for 10 min.
MATERIALS AND METHODS
145
The supernatant was collected and added with 3ml ether and 0.1ml concentrated HCl.
146
The mixture was mixed with a vortex and then centrifuged at 3000 r/min for 10 min 147 again. Then the ether was replaced by 1ml 1mol/L sodium hydroxide and repeated the 148 same steps. The sample was filtered by 0.22 micron micropore membrane at the last. 
